Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.003 Å; R factor = 0.028; wR factor = 0.090; data-to-parameter ratio = 16.1.
Experimental
Crystal data [Cu(C 14 Table 1 Hydrogen-bond geometry (Å , ). Data collection: APEX2 (Bruker, 2004 ); cell refinement: SAINTPlus (Bruker, 2001) ; data reduction: SAINT-Plus; program(s) used to solve structure: SHELXS97 (Sheldrick, 1997); program(s) used to refine structure: SHELXL97 (Sheldrick, 1997); molecular graphics: XP (Sheldrick, 1998); software used to prepare material for publication: SHELXL97 and XP.
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(Azido-N) [6-methoxy-2-(2-pyridylmethyliminomethyl) 
Some Schiff bases can be potential employed as in-plane ligands which usually exhibit beautiful supramolecular structures via π-π interactions (Kannappan et al., 2005; Li & Zhang, 2004; Yang, 2005) . In addtion, the complexes based on these Schiff base ligands can form various hydrogen bonds through reasonable design and the introduction of suitable assistant groups (Sun, 2005) .
The geometry and labelling scheme for the crystal structure of the title complex are depicted in Figure 1 .
The title compound is a monomeric neutral complex with one tridentate unsymmetric Schiff base 6-Methoxy-2-(2-pyridylmethyliminomethyl)phenol and one azide group, which are similar to its derivatives [Cu(C 14 The chelate bite angles for the five and six-membered rings formed by the Schiff base are 82.20 (7) ° and 93.59 (6) °, which are also similar to those in the Cl and Br complexes reported by Kannappan et al., (2005) . The imide bond length (1.290 (3) Å for C7-N5) is slightly longer than that in ligand 6-Methoxy-2-(2-pyridylmethyliminomethyl)phenol (1.278 (2) terminal azide nitrogen atom into a beautiful two-dimensional supramolecular structure.
Experimental
The Schiff base 6-Methoxy-2-(2-pyridylmethyliminomethyl)phenol (HL) was synthesized according to literature (Ni et al., 2007 
Refinement
H atoms bound to C were placed using the HFIX commands in SHELXL-97. All H atoms were allowed for as riding atoms (C-H 0.97 Å, or 0.93 Å) with the constraint U iso (H) = 1.5U eq (methyl carrier) and 1.2U eq (carrier) for all other H atoms.
Figures Fig. 1 . A view of (I) with the unique atom-labelling scheme. Displacement ellipsoids are drawn at the 30% probability level, solvate water molecules and all H atoms bonded to C atoms are omitted. Primary atom site location: structure-invariant direct methods Extinction correction: none 
Special details

